Supplementary file 1. Schemes of the four PCR plates of interlaboratory validation study — Schémas des quatre plaques PCR de l’étude de validation

interlaboratoire.
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Supplementary file 2. Alignment of the targeted gene portion of G. gallus and M. gallopavo with other species of the genera Gallus and Meleagris. The location
of the primers and probe Chic-Turk is underlined on G. gallus and M. gallopavo sequences. Localized sequence differences at primers and probe in sequences
of other species are highlighted in grey — Alignement de la portion du gene ciblé de G. gallus et M. gallopavo avec d’autres espéces des genres Gallus et
Meleagris. La localisation des amorces et sonde Chic-Turk est soulignée sur les sequences de G. gallus et M. gallopavo. Les différences de séquence localisées
au niveau des amorces et de la sonde dans les sequences des autres espéces sont surlignées en gris.

NC_001323.1 Gallus_gallus TAGACTACCAAGGCGTAGCTATAA-CTTCAAAGCATTCAGCTTACACCTGAAAGATACCCTCAACAGACAAGGTCGCCTTGACTT
AP003325.1 Gallus lafayetii TAGACTACCAAGGCGTAGCTATAA-CTTCAAAGCATTCAGCTTACACCTGAAAGATACCCTCAATAGACAAGGTCGCCTTGACET
AP003324.1:Gallu5:varius TAGACTACCAAGGCGTAGCTATAA-CTTCAAAGCATTCAGCTTACACCTGAAAGATACCCTCAACAGACAAGGTCGCCTTGACTT
AP006746.1_Gallus_sonneratii TAGACTACCAAGGCGTAGCTATAA-CTTCAAAGCATTCAGCTTACACCTGAAAGATACCCTCAACAGACAAGGTCGCCTTGACTT

NC _010195.2 Meleagris_gallopavo TAGACTACCAAGGCGTAGCTATAAACCCTAAAGCATTCAGCTTACACCTGAAAGATACC-TTTACAAACAAGGTCGCCTTGACTT
KU094576.1 Meleagris_ocellata TAGACTATCAAGGCGTAGCTATAAGCCCTAAAGCATTCAGCTTACACCTGAAAGATGCC-TTCACAAACAAGGTCGCCTTGACTT
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Supplementary file 3. Alignment of the targeted gene portion of G. gallus and M. gallopavo with other species of the order Galliformes. The location of the
primers and probe Chic-Turk is underlined on G. gallus and M. gallopavo sequences. Localized sequence differences at primers and probe in sequences of other
species are highlighted in grey — Alignement de la portion du gene ciblé de G. gallus et M. gallopavo avec d’autres espéces de [’ordre des Galliformes. La
localisation des amorces et sonde Chic-Turk est soulignée sur les séquences de G. gallus et M. gallopavo. Les différences de séquence localisées au niveau des
amorces et de la sonde dans les séquences des autres especes sont surlignées en gris.

NC 001323.1 Gallus gallus TAGACTACCAAGGCGTAGCTATAACTTC--AAAGCATTCAGCTTACACCTGAAAGATACCCTCAACAGACAAGGTCGCCTTGACTT
NC 010195.2 Meleagris_gallopavo TAGACTACCAAGGCGTAGCTAT-AAACCCTAAAGCATTCAGCTTACACCTGAAAGATACC-TTTACAAACAAGGTCGCCTTGACTT
NC 0246l16.1 Ptilopachus petrosus TAGACCACCAAGﬁCGTAGCTA——AACCTTAAAAGCATTCAGCTTACACCTGAAAGATATC TCATAA——PGAGATCGCCTTGATTT
KY411600.1 Tetrastes bonasia TAGACTATCAAGACGTAGCTA——ACCCCTCAAAGCATTCAGCTTACACCTGAAAGATACCTCTATAAG —AGAGGTCGCCTTGACTT
AB164623.1 Syrmaticus reevesii TAGACCACCAAGACGTAGCTAT AA———CTAAAGCATTCAGCTTACACCTGAAAGATATCTTCCCAAGACAAGATCG?CTTGACTT
MN857545.1 Chrysolophus pictus TAGACCACCAAGACGTAGCTAT—AAACCACAAAGCATTCAGCTTACACCTGAAAGATATCTTCCC—AGACAAGATCGTCTTGACTT
FJ752434.1 Chrysolophus amherstiae TAGACCACCAAGACGTAGCTAT AAACCACAAAGCATTCAGCTTACACCTGAAAGATATCTTCCC-AGACAAGATCGICTTGACTT
NC 004575.1 Coturnix chinensis TAGACAACCAAG%CGTAGCTTATTCAATCTAAAGCATTCAGCTTACACCTGAAAGATGCCCTTTAA———ATGGACCGCCTTGATTT
KF422893.1 Polyplectron germaini TAGACTACCAAGGCGTAGCTAC— AAACCCTAAAGCATTCAGCTTACACCTGAAAGATACCTTCACGGACFAAGGTCGCCTTGACTT
KY411591.1 Haematortyx sanguiniceps TAGACCACCAAGGCGTAGCTAT—AAACCCCAAAGCATTCAGCTTACACCTGAAAGATA—CCTTCACTGAMAAGGTCGCCTTGACTT
NC 003408.1 Coturnix japonica TAGACCACCAAGGCGTAGCTAT—AAGCTCCAAAGCATTCAGCTTACACCTGAAAGATGCCCCCAAT———EAQGGTCGCCTTGAETT
KX196445.1 Francolinus pintadeanus TAGACCACCAAGGCGTAGCTAT-AACC-CTAAAGCATTCAGCTTACACCTGAAAGATACCCTCAACAGACAAGGTCGCCTTGACTT
NC 012897.1 Pavo _muticus TAGACCACCAAGGCHTAGCTAT—AAGC—CCAAAGCATTCAGCTTACACCTGAAAGATA—CCTCCACGAACAAGGTTGCCTTGATTC
KF444060.1 Pavo cristatus TAGACCACCAAGGCATAGCTAT-AAAC-CCAAAGCATTCAGCTTACACCTGAAAGATA-CCTCCACGAACAAGGTIGCCTTGATTL
JQ713766. 1_Ithag1nls_cruentus TAGACCACCAAGGCGTAGCTAT-AAGCCCTAAAGCATTCAGCTTACACCTGAAAGATACC— TGCACAGATAAGGTCGCCTTGACTT
KX609784.1 Lagopus_lagopus TAGACTABCAAGGCGTAGCTAT-AAATCTCAAAGCATTCAGCTTACACCTGAAAGATACC TCTGTAAAﬁAAGGTCGCCTTGACCA
KF955638.1 Lyrurus tetrix TAGACTATCAAG@CGTAGCTAT —AAATCCCAAAGCATTCAGCTTACACCTGAAAGATACC- ACCATAAACGQGGTCGCCTTGACTT
MK820678.1 Tetrao parvirostris parvirostris TAGACTATCAAGGCGTAGCTAT—AAATCTCAAAGCATTCAGCTTACACCTGAAAGATACC—ACCATAAACFAGGTCGCCTTGACTT
MG583885.1 _Tetrao urogallus TAGACTATCAAGGCGTAGCTAT-AAATCTCAAAGCATTCAGCTTACACCTGAAAGATACC-ACCATAAACGAGGTCGCCTTGACTT
LC528834. l_Lagopus_muta_japonica TAGACTATCAAGGCGTAGCTAT-AAATCTCAAAGCATTCAGCTTACACCTGAAAGATACC-TCTATAAACAAGGTCGCCTTGACTT
FJ752427.1 Tragopan temminckii TAGACCACCAAGGCGTAGCTATAAATCCCCAAAGCA@TCAGCTTACACCTGAAAGATACC——TTACAAACAAGGTCGCCTTGAEQT
FJ752428.1 Tetraophasis szechenyii TAGACAACCAAG@CGTAGCTAT—AAACCCTAAAGCATTCAGCTTACACCTGAAAGATACC—TTCATAAACEAGGTCGCCTTGACTT
GQ871234.1 Lophophorus lhuysii TAGACCACCAAGACGTAGCTAT AAACTCTAAAGCATTCAGCTTACACCTGAAAGATACC-TCCACAAACGAGGTCGCCTTGACTT
NC 040850.1 Lophophorus impejanus TAGACCACCAAGNCGTAGCTAT AAACTCTAAAGCATTCAGCTTACACCTGAAAGATACC- TCCACAAAFGAGGTCGCCTTGACTT
NC_023940 1 Perdix hodgsoniae TAGACCACCAAGﬁCGTAGCTATAAACCCCCAAAGCATTCAGCTTACACCTGAAAGATACT CTTGCAAGTAGAGTCG?CTTGACTG
NC 039843.1 Perdix perdix TAGACCACCGAGﬁCGTAGCTATAAACCCCCAAAGCATTCAGCTTACACCTGAAAGATACT CTTGCAAACAGGGTCG?CTTGACTG
NC 020588.1 Perdix dauurica TAGACCACCGAGACGTAGCTATAAACTCCCAAAGCATTCAGCTTACACCTGAAAGATGCT-CTTACAAACAGAGTCGICTTGACTG
FJ752429.1 Pucrasia _macrolopha TAGACAACCAAGﬂCGTAGCTAT AAACTCTAAAGCATTCAGCTTACACCTGAAAGATACC- TTCATAAACGAGGTCGCCTTGACTC
KY411595. 1_Lophura_edward31 TAGACCAQCAAGAEGTAGCTAT —AAACCCCAAAGCATTCAGCTTACACCTGAAAGATATC- TTCTCAAACAAGATCE?CTTGACTT
NC 010778.1 Phasianus_versicolor TAGACCATCAAGF%GTAGCTAT—AAACCCTAAAGCATTCAGCTTACACCTGAAAGATATCTTTCCCCAACAAGATCA?CTTGACTT
FJ752430.1 Phasianus colchicus TAGACCATCAAGATGTAGCTATAAAACCCTAAAGCATTCAGCTTACACCTGAAAGATATCTTTCCACAACAAGATCA?CTTGACTT
KY411590.1 Argu31anus _argus TAGATCACCAAGQCGTAGCTAT —AACTCCCAAAGCATTCAGCTTACACCTGAAAGATACCTTCACAAATCAAGGTCGICTTGACAA
EU165706.1 Bambusicola thoracica AGACCACCCAAGGUGTAGCTAT——AACCCCAAAGCATTCAGCTTACACCTGAAAGATACCCTCAACAGATAGGGTCACCTTGATCT

* kK * k kK Kk khkkhkkk Fhkhhkhkhkhhkhkhkhkhkhkhkhhhk ik * k kK Kk



Supplementary file 4. Alignment of the targeted gene portion of G. gallus with other species of the order Anseriformes. The location of the primers and probe
Chic-Turk is underlined on G. gallus sequences. Localized sequence differences at primers and probe in sequences of other species are highlighted in
grey — Alignement de la portion du gene ciblé de G. gallus avec d’autres espéces de [’ordre des Anseriformes. La localisation des amorces et sonde Chic-Turk
est soulignee sur la séquence de G. gallus. Les différences de séquence localisées au niveau des amorces et de la sonde dans les séquences des autres espéces
sont surlignées en gris.

NC 001323.1 Gallus gallus TAGACTACCAAGGCGTAGCTATAACTTC-AAAGCATTCAGCTTACACCTGARAGATACCCTCAACAGACAAGGTCGCCTTGACTT
MN356217.1 Anseranas_semipalmata AGAATACT TAGA ‘
NC 007011.1 Branta canadensis A b ACGTAGCTATAA-TGCCAAAGC TCAGCTTACACCTGAEAGATATCTACT——AAAC[
NC:023832.1:Anser_€ygnoides . T ACGTAGCTATAA-CACCAAAGCACTCAGCTTACACCTGAAAGATATCTACT--AGACCG

NC 004539.1 Anser albifrons A [ ACGTAGCTATAA-CACCAAAGCACTCAGCTTACACCTGAAAGATATCTACT--AGACCG

NC 011196.1 Anser anser A [ ACGTAGCTATAA-CACCAAAGCACTCAGCTTACACCTGAAAGATATCTACT--AGACLCE

NC 025654.1 Anser indicus A i ACGTAGCTATAA-CACCAAAGCACTCAGCTTACACCTGAAAGATATCTACT--AGACCE
NC:023352.1:Anas_falcata AGAATACT ACGTAGCTATAA--CCCAAAGCACTCAGCTTACACCTGAAAGATATCTGCT--AAACC

NC 009684.1 Anas platyrhynchos AGAATACT ACGTAGCTATAA-CCCCAAAGCACTCAGCTTACACCTG GATATCTGCT--AAAC

NC 022418.1 Anas poecilorhyncha AATACT ACGTAGCTATAA-CCCCAAAGCALCTCAGCTTACACCTG GATATCTGCT--AAACC

NC 022452.1 Anas_crecca \ ACGTAGCTATAA-ACCCAAAGCACTCAGCTTACACCTG GATATCTGCT--AAACC

NC 050973.1 Anas penelope A ( ACGTAGCTATAA-TCCCAAAGCACTCAGCTTACACCTGAAAGATATCTGCT-—-AAACC
N0:028346.1:Anas:clypeata AGAATACT ACGTAGCTATAA-CCCCAAAGCACTCAGCTTACACCTG GATATCTGCT--AAAC

NC 015482.1 Anas_ formosa AATACT ACGTAGCTATAA-CCCCAAAGC TCAGCTTACACCTGi!iGATATCTGCT——AAACL

NC 024640.1 Tadorna ferruginea ACGTAGCTATAA-CCCCAAAGCACTCAGCTTACACCTGAAAGATATCTGCC——-AAACC

KC466568.1 Netta rufina A CT ACGTAGCTATAA-CCCCAAAGCACTCAGCTTACACCTGAAAGATATCTGCT--—-AACC

NC 052827. 1 Asarcornls scutulata AGAATACT ACGTAGCTATAA-CTTCAAAGCACTCAGCTTACACCTGAAAGATATCTACT-—-AGAC(

NC 040986.1 Mergus _merganser AGAAT [ ACGTAGCTATAATCATCAAAGC TCAGCTTACACCTGA!AGATATCTACT——AGACl

NC 010965.1 Cairina moschata A TCAGCTTACECCTGAAAGATATCTGCC——AAAC[ ]
MW849291. l_Somaterla_spectablliS A CTCAAGGCGTAGCTATAA-TCCCAAAGC TCAGCTTACACCTGAEAGATGTCTGCT——AAA C TCGIECTTGE
MW849287.1 Lophodytes cucullatus AGAATACTCAAGGCGTAGCTATAA-CTCTAAAGCACTCAGCTTACACCTGAAAGATATCTGCT--AGAC( TCGCCTTGPA
MW849286.1 Bucephala albeola A AT 'CAAGGCGTAGCTATAA-CCCCAAAGCATTCAGCTTACACCTGAAAGATATCTGCC——-AGACC TCGCCTTGEA
MW849281.l:Bucephala:islandica AAGGCGTAGCTATAA-CCCCAAAGCACTCAGCTTACACCTG GATGTCTGCT--AAACC TCGCCTTGE
MW849279.1 Melanitta deglandi A CTCAAGGCGTAGCTATAA-CCCCAAAGCALCTCAGCTTACACCTG GATATCTGCT--AGACCAGGTCGICTTGA
MW849282.1 Melanltta americana AGAATACT CGTAGCTATAACCCCCAAAGCACTCAGCTTACACCTG GATATCTGCT-AAAACCAGGTCGICTTGA
NC 012844. 1 Dendrocygna javanica TAG‘> CGTAGCTTTAAAATTCAAAGCACTCAGCTTACACCTG GATATCTACT——AACCAE TCGIECTTGA
NC 007691.1 Cygnus_columbianus A CGTAGCTATAACATTCAAAGCACTCAGCTTACACCTGAAAGATATCTGCT--AAAC GECTTGA
NC_027095 1 Cygnus_cygnus A CGTAGCTATAACATCCAAAGCATTCAGCTTACACCTGAAAGATATCTGCT--AAA GECTTGA
NC 012843.1 Cygnus_atratus AGAATAT CGTAGCTATAACACCCAAAGCATTCAGCTTACACCTGAAAGATATCTGCT--AAACCAGGTCGICTTGAAG
NC 027096.1 Cygnus olor AGAATAT CGTAGCTATAACACCCAAAGCATTCAGCTTACACCTGAAAGATATCTGCT——AAAC G!TCG CTTGAAGC
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Supplementary file 5. Alignment of the targeted gene portion of G. gallus with other species of the order Columbiformes. The location of the primers and probe
Chic-Turk is underlined on G. gallus sequences. Localized sequence differences at primers and probe in sequences of other species are highlighted in
grey — Alignement de la portion du géne ciblé de G. gallus avec d’autres especes de [’ordre des Columbiformes. La localisation des amorces et sonde Chic-
Turk est soulignée sur la sequence de G. gallus. Les différences de séquence localisées au niveau des amorces et de la sonde dans les séquences des autres
especes sont surlignées en gris.

NC_001323.1 Gallus gallus TAGACTACCAAGGCGTAGCTATAACTTC AAAGCATTCAGCTTACACCTGAAAGATACCCTCAACAGACAAGGTCGCCTTGACTT
NC 013978.1 Columba livia ACCAAGACGTAGCTACAA-TGT-ARAGCATTCAGCTTACACCTGARAGATGCCTGCCACRACACCAGGTC
KX802246.1 Columba rupestrls A\CGTAGCTACAA-TGT-ARAGCATTCAGCTTACACCTGARAGATGCCTGCCACACACCAGGTC
KX902247.1 Columba . jouyi I

1LC541479.1 Columba janthina AT

NC_ 048989.1 Columba hodgs onii \CGTAGCTATAR-CAT-ARAGCATTCAGCTTACACCTGARAGATGCCTGCCACTCAT

MN122869. 1_Colu.mba_palumbus GTAGCTATAA-TATARARGCATTCAGCTTACACCTGARAGATGCCTGCTACACAT

GU230684.1 Columba vitiensis GTAGCTATAATATATARAGCATTCAGCTTACACCTGARAGATGCCTGCTACA
MG590301. l_Goura_vi ctoria ACGTAGCTATAA-TGTGARAGCATTCAGCTTACACCTGARAGATGCCTGCTACACAC
MG590288.1 Goura sclaterii

MG590284.1 Goura scheepmakeri
MT535858.1 Streptopelia tranquebarica
Ky827037.1 Streptopelia orientalis
NC_037513.1 Streptopelia decaocto
KX902238.1 Pezophaps solitaria
HM746789.1 Chalcophaps_indica
GU230713. 1_Pti 1 inopus_reg ina A\CGTAGCTATAA-TATARAAGCATTCAGCTTACACCTGAARAGATACCTGCCACACAC
GU230722.1 Ptilinopus solomonensis - CGTAGCTATAA—CGTAAAAGCAETCAGCTTACACCTGAAAGATACCTGCCACACA
GU230721.1 Ptilinopus rivoli
GU230731.1 Ptilinopus victor
GU230712.1 Ptilinopus magnificus
MF595518.1 Ectopistes migratorius

]
]
1
]
]
T
KT350612.1 Sternula albifrons ACGTAGCTATAA-AAT-ARAGCATTCAGCTTACACCTGARAGATATCTGCCACACAC T
KJ735513.1 Phoebastria immutabilis GTAGCTATAA-TGCTAAAGCATTCAGCTTACACCTGARAGATATCTGCCACTCAC T
KJ735512.1 Phoebastria nigripes GTAGCTATAA-TGCTAAAGCATTCAGCTTACACCTGAAAGATATCTGCCACTCAC T
LC541455.1 Phoebastria_albatrus T
HM640214.1 Leptotila verreauxi GTAGCTATAA-CATGAAAGCATTCAGCTTACACCTGARAGATGCCTG-CAGATAC T
HM640211.1 Zenaida auriculata GTAGCTATAA-CACAAAAGCATTCAGCTTACACCTGAARAGATGCCTGCTACATAC T
KX902235.1 Zenaida macroura ACGTAGCTATAA-CACGAARAGCATTCAGCTTACACCTGARAGATGCCTGTTACATAC T
MN356220.1 Galbula dea GTAGCTACRA-TCCTAAAGCATTCAGCTTACACCTGAARAGATGTCTGC-ACA-AC T
MN122905.1 Hydroprogne caspia GTAGCTATAA-AAT-AAAGCATTCAGCTTACACCTGARAGATATCTGCTACATAC T
MN122893.1 Calidris alpina ACGTAGCTAARAA-ATT-ARAGCATTCAGCTTACACCTGARAGATATCTGCCACCTAC T
NC_045282. l Sterna paradisaea GTAGCTATAA-AAT-AAAGCATTCAGCTTACACCTGAAAGATATCTGCCACA T
NC 036345.1 Sterna hirundo GTAGCTATAA-AAT-AAAGCATTCAGCTTACACCTGAAAGATATCTGCCACA T
LC541472.1 Sterna dougallii bangsi CGTAGCTATAA-AAT-ARAGCATTCAGCTTACACCTGAARAGATATCTGCCACA T
NC_040990.1 calidris ruficollis GTAGCTAARA-ACT-AAAGCATTCAGCTTACACCTGAAAGATATCTGCCACC T
KY434065.1 Eurynorhynchus pygmeus GTAGCTAAAA-ACT-AAAGCATTCAGCTTACACCTGAARAGATATCTGCCACC T
MN356130.1 Eurypyga helias CGTAGCTATAA-TAT-AARAGCATTCAGCTTACACCTGAARAGATATCTACCACAAGC T
MG590265.1 Otidiphaps nobilis ACCRAGACGTAGCTATAA-CATGAAAGCATTCAGCTTACACCTGAAAGATACCCATCACATACT T
KX902236.1 Raphus_ cucullatus ACCAAGGCGTAGCTATAA-TATARAAGCATTCAGCTTACACCTGAARAGATACCTGCCATATACCAGGTCGCCTT
MT535857.1 Treron curvirostra ACCAAGACGTAGCTATAA-CATGAAAGCATTCAGCTTACACCTGAARAGATACCTGTCACATACCAGGTC
GU230689.1 Ducula melanochroa ACCRAGACGTAGCTATAA-CATGAAAGCATTCAGCTTACACCTGAAAGATACCTGCCACATACLAGGTC
HM640213.1 Geotrygon violacea ACCAAGGCGTAGCTATAA-CA--ARAGCATTCAGCTTACACCTGARAGATACCTGCCACATACCAGGTC
HM746790.1 Gallicolumba luzonica ACCAAGACGTAGCTATAA-CAC-AAAGCATTCAGCTTACACCTGAAAGATACCTACTACATACTAGGTC
KX902240.1 Patagioenas_fasciata ACCRAGACGTAGCTATAA-CATGAAAGCATTCAGCTTACACCTGAAAGATACCTGTTACATACLAGGTC
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Supplementary file 6. Alignment of the targeted gene portion of G. gallus with other species of the order Passeriformes. The location of the primers and probe
Chic-Turk is underlined on G. gallus sequences. Localized sequence differences at primers and probe in sequences of other species are highlighted in
grey — Alignement de la portion du gene ciblé de G. gallus avec d’autres especes de [’ordre des Passeriformes. La localisation des amorces et sonde Chic-Turk
est soulignee sur la séquence de G. gallus. Les différences de séquence localisées au niveau des amorces et de la sonde dans les séquences des autres especes

sont surlignées en gris.

NC 001323.1 Gallus gallus TAGACTACCAAGGCGTAGCTATAACTTCAAAGCATTCAGCTTACACCTGAAAGATACCCTCAACAGACAAGGTCGCCTTGACTT

NC_024698.1 Corvus_cornix
NC_015200.1 Pica pica

NC 002069.2 Corvus frugilegus
NC_034838.1 Corvus_corax
MN356156.1 Menura novaehollandiae
KT601060.1 Turdus merula
MW338659.1 Turdus mupinensis
MN356403.1 Saxicola maurus
KY994583.1 Nesoptilotis leucotis
MN356436.1 Manacus manacus
NC_051010.1 Sclerurus mexicanus
KJ742591.1 Mlonectes oleaglneus
MN356288.1 Mionectes macconnelli
NC_037154.1 Lepidocolaptes_angustirostris
KT934324.1 _Regulus_regulus

NC 053085.1 Onychorhynchus coronatus
NC_053071.1 Neodrepanis_coruscans
MN122900.1 Phoenicurus _phoenicurus
NC 045375.1 Muscicapa latirostris
KY994594.1 Nesoptilotis leucotis
K¥Y994587.1 Manorina melanocephala
MW795347.1 Ficedula hyperythra
LC541462.1 Larvivora komadori namiyei
NC_053098.1 Grantiella picta

NC 053051.1 Serilophus lunatus

NC 051017.1 Edolisoma coerulescens
MN356422.1 Cercotrichas_coryphoeus
MT017904.1 Melaenornls chocolatinus
FJ236298.1 Pheucticus melanocephalus
KU158189.1 Moho braccatus

KJ909189.1 Scytalopus magellanicus
MN356414.1 Erithacus rubecula
NC_053064.1 scytalopus_superciliaris
NC_051470.1 Xiphorhynchus elegans
NC_053102.1 Atrichornis clamosus

NC 051014.1 Regulus satrapa
NC_051012.1 Campylorhamphus procurvoides
NC_051005.1 Tachuris_rubrigastra
MW323049.1 Oedistoma pygmaeum
MW323048.1 Oedistoma iliolophus
MW623735.1 Symposiachrus_ trivirgatus
MW623683.1 Symposiachrus guttula

TAGA
TAGA
TAGA
TAGA
TAGATTACCAA
TAGACTACCRA
TAGACTACCAA

GTAGCTTACATG--RRAGCATTCAGCTTACACCTGARAAACATCTGATA-ACA
GTAGCTTAAATA——AAAGCAETCAGCTTACACCEGAEAAATATCTGCTA—ACA
GTAGCTTAAGCA--ARAGCATTCAGCTTACACCTGARAAATATCTGCTA-ACA
GTAGCTTARACA--ARAGCATTCAGCTTACACCTGARAAATATCTGCTA-ACA
GTAGCTATAACA-CARAGCATTCAGCTTACACCTGARAGATACCTGCCC-ACA
GTAGCTTTAAC---RRAGCATTCAGCTTACACCTGARAGATATCTGCCA-AGA

ACGTAGCTTTAATA--ARAGCATTCAGCTTACACCTGARAGATATCTGCTA-ARA!

TAGACTACCRAGGCGTAGCTTTAATA--ARAGCATTCAGCTTACACCTGAAAGATATCTGCTT-ATA
TAGACTACCAAGECGTAGCT—TAAC—T—AAAGCATTCAGCTTACACCTGAAAGATACCTACTCACC

TAGECTACCRAGGCGTAGCTATARCT--ARAGCATTCAGCTTACACCTGARAGATATCTGTTCCATAS

TAGACTACCAA
TA(

TA
TAGACTACCRA
TAGECTACCRA
TAGACTACCAA
TAGACTACCRA
TAGACTACCRA
TAGACTACCAA
TAGACTACCARA
TAGACTACCAA
TAGACTACCRA
TAGACTACCAA
TAGACTACCAA

TAGACTACCAA
TAGECTACCRA
TAGACTACCRA
TAGECTACCAA

TAGACTACCAA

TAGACTACCRA
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GTAGCTATAAC--CAARAGCATTCAGCTTACACCTGARAGATATCTGCCACT

GTAGCTACAAC—TCAAAGCATTCAGCTTACACCTGAAAGATACCTGCTCA—CA

GTAGCTTAAAC-TCAAAGCATTCAGCTTACACCTGAAAGATACTCACTAA-C
GTAGCTATAAC--AARAGCATTCAGCTTACACCTGARAGATATCTGCATCACA!
GTAGCTATAACACAARAGCATTCAGCTTACACCTGARAGATATCTGCCCACCC
GTAGCTTTAA--TAARAAGCATTCAGCTTACACCTGARAAGATACCTGCTCA-TA
GTAGCTTTAAC--CARAGCATTCAGCTTACACCTGARAGATATCTGCTAA-CA!
GTAGCT-TAGC-T-ARAGCATTCAGCTTACACCTGARAGATACCTGCTCA-C
GTAGCT-TAAC-CCARAGCATTCAGCTTACACCTGARAGATATCTGCCCC-
GTAGCTTTAACT--ARAGCATTCAGCTTACACCTGAAAGATATCTGCTCA—CA(
GTAGCTTTAA--TAARAGCATTCAGCTTACACCTGARAGATACCTGCTAA-

GTAGCTTTAACT--ARAGCATTCAGCTTACACCTGARAGATATCTGCTCA-CC

GTAGCTACARAC-ACAAAGCATTCAGCTTACACCTGARAGATATCTACTCA-CC

GTAGCTTTAA-TT-ARAGCATTCAGCTTACACCTGARAGATATCTGCTGA-CA]

GTAGCTTTAACT--ARAGCATTCAGCTTACACCTGARAGATATCTGCTCA-CA!
GTAGCTTTAAC--CAAAGCATTCAGCTTACACCTGAAAGATATCTGCTCA—CA!
GTAGCT-TAAC-TCARAAGCATTCAGCTTACACCTGAAAGATGTCTGCTAA-CC
GTAGCTTTAAC--CARAGCATTCAGCTTACACCTGARAGATGTCTGATCA-AA!
GTAGCTATAATACCARAGCATTCAGCTTACACCTGARAGATATCTACCACACA!
GTAGCTTTAA--TAARAAGCATTCAGCTTACACCTGAAAGATACCTGCTTA-CAM
GTAGCTATAATACTARAGCATTCAGCTTACACCTGARAGATATCTACCACACA!
GTAGCTATAAAAACARAGCATTCAGCTTACACCTGARAGATATCTACTACCTA!
GTAGCTTTAAC-CCAAAGCATTCAGCTTACACCTGAAAGATACCTGCTAA-CA
GTAGCTTTAA-TTTARAGCATTCAGCTTACACCTGARAGATACTCACTAA-C

GTAGCTATAACAACARAGCATTCAGCTTACACCTGARAGATATCTGCCATCCA!
GTAGCTATA-C-T-ARAGCATTCAGCTTACACCTGAAAGATACCTGCCCTACC

GTAGCTTTAAC--AARAGCATTCAGCTTACACCTGARAGATATCTGTTAA-TA]
ACGTAGCTTTAAC--ARAAAGCATTCAGCTTACACCTGAAAGATATCTGTTAA-TA

Jok ok Kk k% FHHHKK KA I XXX XXFI KA, *% % %

GGTCGICTTG
EETCGCCTTG 2




Supplementary file 7. Alignment of the targeted gene portion of G. gallus with other species of the order Gruiformes. The location of the primers and probe
Chic-Turk is underlined on G. gallus sequences. Localized sequence differences at primers and probe in sequences of other species are highlighted in

grey — Alignement de la portion du géne ciblé de G. gallus avec d’autres espéeces de [’ordre des Gruiformes. La localisation des amorces et sonde Chic-Turk
est soulignée sur la séquence de G. gallus. Les différences de séquence localisées au niveau des amorces et de la sonde dans les séquences des autres especes
sont surlignées en gris.

NC 001323.1 Gallus gallus TAGACTACCAAGGCGTAGCTATAACTTCARAAGCATTCAGCTTACACCTGAAAGATACCCTCAACAGACAAGGTCGCCTTGACTT
KP313718.1 Fulica atra CTTAGCACCAAGGCGTAGCTATAATTC-AAAGCATTCAGCTTACACCTGARAAGATGCCTGC--CCARACAGGECGCCTTGAAGC
FJ751803.1 Otis tarda TAGCATATCAAGACGTAGCTATAATTCAARAAGCACTCAGCTTACACCTGARAAGATATCTGCTACATACCAGATCGICTTGAAGC
FJ769842.1 Balearica pavonina CTTAGCACCAAGACGTAGCTATAACGC-AAAGCATTCAGCTTACACCTGAAAGATATCTGCTACTTATCAGATCGICTTGAAGC
NC 020575.1 Grus japonensis CTTAGCACCAAGACGTAGCTATAACACARAAGCATTCAGCTTACACCTGARAGATATCTGCCACCTACCAGATCGICTTGAAGC
NC _020578.1 Grus_monacha CTTAGCACCAAGACGTAGCTATAATATARAAGCATTCAGCTTACACCTGARAAGATATCTGCCACCTACCAGATCGICTTGAAGC
FJ769849.1 Grus_grus CTTAGCACCAAGACGTAGCTATAATACARAAGCATTCAGCTTACACCTGARAAGATATCTGCCACCTACCAGATCGICTTGAAGC
NC 020572.1 Anthropoides paradiseus CTTAGCACCRAGACGTAGCTATAATACAARRAGCATTCAGCTTACACCTGARAGATATCTGCCACCTACCAGATCGTICTTGRAGC
NC 020582.1 Grus canadensis CTTAGCACCAAGACGTAGCTATAATACAAAAGCATTCAGCTTACACCTGARAAGATGTCTGCCACCTACCAGATCGICTTGRAAGC
NC _021368.1 Grus_vipio CTTAGCACCAAGACGTAGCTATAATACARAAGCATTCAGCTTACACCTGARAGATATCTGCCACCTATCAGATCGIECTTGAAGC
NC 020573.1 Anthropoides virgo CTTAGCACCAAGACGTAGCTATAATACARAAGCATTCAGCTTACACCTGARAGATATCTGCCGCCTACCAGATCGECTTGAAGC
NC 020581.1 Grus antigone CTTAGCACCAAGACGTAGCTATAATACARAAGCATTCAGCTTACACCTGAAAGATATCTGCCACCTATCAGATCGICTTGAAGC
X OKKKK KXXXXKKK KKK KKKKKK XHXXXKKAANKKKKRXHKKKKN* % % % %  *k K% ¥¥Kkx

Supplementary file 8. Alignment of the targeted gene portion of G. gallus with other species of the order Charadriiformes. The location of the primers and
probe Chic-Turk is underlined on G. gallus sequences. Localized sequence differences at primers and probe in sequences of other species are highlighted in
grey — Alignement de la portion du gene ciblé de G. gallus avec d’autres espéces de [’ordre des Charadriiformes. La localisation des amorces et sonde Chic-
Turk est soulignée sur la sequence de G. gallus. Les différences de séquence localisées au niveau des amorces et de la sonde dans les séquences des autres
espéces sont surlignées en gris.

NC 001323.1 Gallus gallus TAGACTACCAAGGCGTAGCTATAACTTCAAAGCATTCAGCTTACACCTGAAAGATACCCTCRAACAGACRAAGGTCGCCTTGACTT
MN122906.1 Larus marinus TAGCATATCAAGACGTAGCTATARAAT-ARAGCATTCAGCTTACACCTGARAAGATATCTGCCAGACACCAGATCGECTTGRAGC
MN122820.1 Chroicocephalus_ridibundus TAGCATACCAAGGCGTAGCTATAARAT-AAAGCATTCAGCTTACACCTGARAGATATCTGCTAAGTACCGGATCGECTTGRAGC
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